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RAW SEQUENCE LISTING DATE: 06/14/2005 

PATENT APPLICATION: US/10/537,520 TIME: 09:05:45 

Input Set : A:\3125US0P_SEQ.txt 

Output Set: N:\CRF4\06142005\J537520.raw 
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APPLICANT: KAJINO, Masahiro 
NAKAYAMA, Yutaka 
KIMURA, Haruhide 

TITLE OF INVENTION: 1, 3-Benzothiazinone derivatives, production and use thereof 
FILE REFERENCE: 3125 US0P 

CURRENT APPLICATION NUMBER: US/10/537,520 
CURRENT FILING DATE : 2005-06-03 

PRIOR APPLICATION NUMBER: PCT/ JP2 003/0 15 535 
PRIOR FILING DATE: 2003-12-04 
PRIOR APPLICATION NUMBER: JP2002-35354 6 
PRIOR-ratriiaGL^ATE: 2002-] 



RIOR^ FILING DATE: 2003-12-04 
NUMBElTOF SEU ID NO'S 



PCT/jP2ob3/oi553S^ JlJUk^ - aJbj-*-i^ oJrcsy^ 



ERRORED SEQUENCES 



29 <210> SEQ ID NO: 2 

30 <211> LENGTH: 42 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Artificial Sequence 

34 <220> FEATURE: 

35 <223> OTHER INFORMATION: mutant ARE 

37 <400> SEQUENCE: 2 

38 gagcttggaa atggcattgc taatggtggc aaagcaactt tg 42 
E— > 40/l7i> 

E— > 45UJ 



"file://C:\CRF4\Outhold\VsrJ537520.htm 



6/14/05 



VERIFICATION SUMMARY DATE: 06/14/2005 

PATENT APPLICATION: US/10/537,520 TIME: 09:05:46 



Input Set : A:\3125US0P_SEQ.txt 

Output Set: N:\CRF4\06142005\J537520.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application No 

L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:16 M:288 W: Application Number is Repeated, <150> PRIOR APPLICATION NUMBER 

L:40 M:254 E: No. of Bases conflict, LENGTH: Input : 1 Counted:43 SEQ:2 

L:40 M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS:2 
M:254 Repeated in SeqNo=2 

L:45 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 42 Found:43 SEQ:2 
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